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SEQUENCE LISTING 



(1) GENERAL INFORMATION: 

(i) APPLICANT : Sidransfcy, David 
Baylm, Stephen 

(ii) TITLE OF INVENTION; METHOD FOR DETECTION OF N^6?LASTIC CELLS 

(ill) NUMBER OF SEQUENCES: 13 

(IV) CORRESPONDENCE ADDRESS: 
( (A) ADDRESSEE ; Fish & Richardson P.C. 

(B) STREET: 4225 Executive Square, Suite 1400 

(C) CITY: La Jolla 
, (D) STATE: CA 

| (E) COUNTRY: USA 

(F) ZIP: 92037 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy dis*/ 
<B) COMPUTER: ISM PC compatible 

(C) OPERATING SYSTEM: PC-pOS /MS -DCS 

(D) SOFTWARE : Patentln Release #1.0, Version #1.30 

(vi) CURRENT APPLICATION DAT^'; 

(A) APPLICATION NUMBEfc: US 

(B) FILING DATE : 30-iuNE- 199S 

(C) CLASSIFICATION y 

(Vlll) ATTORNEY /AGENT INFORMATION: 

(A) NAME: Hail t ,/£>h . D, Lisa A. 

(B) REGISTRATI^k NUMBER: 33,347 

(C) REFERENCE/DOCKET NUMBER: 07265/051001 

fix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE : 619/673-5070 

(B ) TELEFAX: 61S/678-50S9 



(Z) INFORMATION fOR SEQ ID NO:l: 

fi) SEQUENCE CHARACTERISTICS: 

CA) / LENGTH: 780 base pairs 
(B) TYPE: nucleic acid 
CO STFANDEDNESS : single 
(D) TOPOLOGY: linear 

■ii J MOLECULE TYPE: ONA [gencsic, 
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(xi) SEQUENCE DESCRIPTION: SEQ 12 N0:1: 



v 



TCCCGAGGCA 


GTTATGTGAA 


AT AT GGCCTC 


GATCTTGGAG 


GTCCGGGTGG 


GAGTG*G«GGGT 


SO 


GGGGTGGGGG 


TGGGGGTGAA 


GGTGGGGGGC 


GGGCGCGCTC 


AGGGAAGGCG 


GGTGCGCGCC 


120 


TGCGGGGCGG 


AGATGGGCAG 


GGGGCGGTGC 


GTGGGTCCCA 


CTCTGCAGTT 


AAGGGGGCAG 


180 


GAGTGGCGCT 


GCTCACCTCT 


GGTGCCAAAG 


GGCGGCGCAG 


CGGCTGCCGA 


GCTCGGCCCT 


240 


GGAGGCGGCG 


AGAACATGGT 


GCGCAGGTTC 


TTGGTGACCC 


TCCGGATTCG 


GCGC5C5TGC 


300 


GGCCCGCCGC 


GAGTGAGGGT 


TTTCGT GGTT 








< fin 


GCGCCAGGGG 


CGCCCGCCGC 


TGTGGCCCTC 


GTGCTGATGC 


TACT GAGGAG 


CCAGCSTCTA 


«20 


GGGCAGCAGC 


CGCTTCCTAG 


AAGACCAGGT 


AGGAAAGGCC 


CTCGAAAAGT 


CCSGGGCGCA 


490 


CTTSTTTTGT 


TTGGTGTGTG 


ATTTCSTAAA 


CAGATAATTC 


GTCICTAGCC 


CATTCTAGGA 


S4C 


GGAGGAG6AG 


ATAACCGCGG 


TGGAGGCTTC 


CCATTCGGGT 


TACAACGACT 


TAGACATGTG 


600 


GTTCTCGCAG 


TACCATTGAA 


CCTGGACCTC 


CCTTCACACA 


GCCCTCAATC 


GTGGGAAACT 


660 


GAGGCCAACA 


GAGCTTCTAA 


ACCCACCTCA 


GAAGTCAGTG 


AGTCCCiAAT 


AT C CT GGGT G 


""20 


GGAATGACTA 


AGACACACAC 


AGACACACAC 


AGACACACAC 


ACACACACAG 


T AGGAAAT ST 


780 



(2) INFORMATION FOR SEQ 10 NO: 2: 

(ij SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS ; single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 



(Xi) SEQUENCE DESCRIPTION: SEQ 12 NO: 2; 
TCCCGAGGTT TCTCAGAG 

{Z) INFORMATION FOR SEQ ID NC : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucliic acid 
fCJ STRANDEDNESS: single 
CD) TOPOLOGY: linear 

(11) MOLECULE TYPE:' RNA genomic; 



/ 



-79- 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 
CAUCAL'CAUC AUGATSTCGC ACGGTACCTG 
:2) INFORMATION FOR SEQ ID NO: 4: 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNES'S : single 

(D) TOPOLOGY: linear 

(11) MOLECULE TYPE: RNA (genomic] 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

CuACuACUAC u aac gggt c g gctcacaotg 
(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) SIRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 



(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 
ACTWCGCTG CTCACCTC 
<2> INFORMATION FOR SEQ ID NO:£: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDED NESS : single 
CD) TOPOLOGY; linear 

;ii) MOLECULE TYPE: DNA 'genomic) 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 
TCCCGAGGTT TCTCAGAG 



-80- 



(2) INFORMATION FOR SEQ ID NO: 7; 

U> SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

Hi) MOLECULE TYPE: DHA (genomic) 



Ui) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 
GCGTGGGAAA TTGGGTAAG 

(2) INrOPMATION FOR SEQ ID NO: 8: / 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 base pairs 

(B) TYPE: nucleic acid 

(C) STRAND EDNESS : single 

(D) TOPOLOGY: lmur 

(ii) MOLECULE TYPE: DNA (gengonnc) 

(XI) SEQUENCE DESCRIPTIONySZQ ID NO: 8: 

GGGTCACCAA GAACCTGC 

{2) INFORMATION FOR SEQ ID NO: 9 : 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1* base pairs 

(B) TYPE: nucleic acid 

(C) STRANDE^NESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE 7YPE: DNA (genomic) 



(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 

iCCCAGTCTS CAGTTAASG 

:: INrCSJ€ATION FOR SEQ ID NO: 10: 

(!) SEQUENCE CHARACTERISTICS: 
(A; LENGTH: 2 0 base pairs 

(B) TYPE : nucleic acid 

(C) STRANDEDNESS: single 
(L) TOPOLOGY: * linear 

(11) MOLECULE TYPE: DNA (genomic) 
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(xi> SEQUENCE DESCRIPTION: SEQ ID NO: 10: 
GTCTAAGTCG TTGTAACCCG 2C 
(2) INFORMATION FOR SEQ ID NO: 11: 

(1) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDBDNESS ; single 

(D) TOPOLOGY; linear 



Cii) MOLECULE TYPE: DNA (genomic) 



. (XI) SEQUENCE DESCRIPTION: SEC ID NO:ll: 
AGTGCATCAG CACGAGGG IS 
(2) INFORMATION TOR SEQ ID NO: 12; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 base pairs 

(B) TYPE; nucleic acid 

(C) STRANDEDNESS : single / 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 

AACATGGTGC GCAGGTTC / 13 

(2) INFORMATION FOR SEQ Ip'NO:13: 

(l) SEQUENCE CHARACTERISTICS : 
(A) LENGTH : 3 6 base pairs 
(8) TYPE: iwlcLeic acici 

(C) STRANDBDNESS: single 

(D) TOPOLOGY: linear 

£11} MOLECULE TYPE: DNA (genoirj.c) 



-XI) SEQUENCE DESCRIPTION: STZ ID NC:13: 
GGATCCTAAT AC G ACT CAC T ATAGGOAGAC CACCATGGCG CTGCTCACCT CTGGTG 5 6 



